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Rapid Increase of Zebrafish-Based BioMedical Publication
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Department of Molecular and Cellular Pharmacology, Pharmacogenomics and Pharmacoinformatics, Mie University Graduate School of Medicine




New Drugs Discovered : 1999-2008
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Nature Review Drug Discovery 10, 507-519 (July 2011)



Comparative Genomics of Disease Models
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Department of Systems Pharmacology. Mie University Graduate School of Medicine



OECD(2013) Zebrafish Embryo Acute Toxicity Test 236

OECD/OCDE 236

Fig. 2: Scheme of the zebrafish embryo acute toxicity test procedure (from left to right): production of eggs, collection of the eggs, pre-exposure immediately after
fertilisation in glass vessels, selection of fertilised eggs with an inverted microscope or binocular and distribution of fertilised eggs into 24-well plates prepared with the
respective test concentrations/controls, n = number of eggs required per test concentration/control (here 20), hpf = hours post-fertilisation.
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